Yield contributing traits in thirty three rice genotypes were studied for variances, heritability, correlation (genotypic and phenotypic) 
I. Introduction
Rice (Oryza sativa L.), the main cereal crop and staple food, is produced 33.80 million metric ton from 74.85% cropped area of Bangladesh (BBS, 2017) . Bangladesh has achieved self-sufficiency in cereal production, but there is still a large gap between the production and demand. We need to produce more rice in per unit of area. Sustainable success and self-sufficiency in rice production and maintaining price stability are important political objectives in countries where rice provides food security and generates employment and income for people (Hossain, 1995) . More than 50% of the world's rice area is under rainfed culture where drought is the major limiting factor to rice production. Drought is a crucial climatic phenomenon, just after the soil fertility severely limits to rice production (Caldo et al., 1996) . Grain yield, is a complex quantitative trait of any crop. Different morphological and physiological traits contribute to plant yield. These yield contributing components are interrelated with each other showing a complex chain of relationship and also highly influenced by the environmental conditions (Prasad et al., 2001 ). Strategy of rice breeding mainly depends on the degree of associated traits as well as its magnitude and nature of variation (Zahid et al., 2006; Prasad et al., 2001) . Information on correlation coefficient is always helpful for selection in a breeding program. Path coefficient analysis is a meaningful way partitions into direct and indirect matrix presenting correlation (Mohsin et al., 2009 ). The concept of path analysis was first used for plant selection by Dewey and Lu in 1959, Path coefficient analysis is simply a standardized partial regression coefficient which splits the correlation coefficient into the measures of direct and indirect effects. Grafius (1959) suggested that there may not be only one gene for yield per seed, rather for various components, the multiplicative interaction of many genes result in the yield. The present research study was conducted to find out the genetic variability among different plant traits, direct and indirect contribution of these traits towards rice yield and to identify better combinations as selection criteria for developing high yielding drought tolerant rice genotypes.
II. Materials and Methods
The experiment was conducted with 33 rice genotypes including two checks varieties at Bangabandhu Sheikh Mujibur Rahman Agricultural University (BSMRAU) campus of Bangladesh during May to July 2009 to determine the genotypic and phenotypic correlation along with their direct and indirect effects through path coefficient analysis in rice considering 12 morphological characters as most important characters towards yield. Experiment was laid out in randomized completed block design (RCBD). The field was divided into three blocks; they were subdivided into thirty three plots where genotypes were randomly assigned. The unit plot size was 8 m × 2.5 m and 20 cm respectively. The genotypes were distribution to each plot within each block randomly. Weeds and stubbles were removed and land was finally prepared by the addition of basal dose of fertilizers and the experimental plot was fertilizer by applying urea, TSP, MoP and Gypsum @ 180-100-70-60 kg/ha respectively. Total TSP, MoP and Gypsum were applied at final land preparation. Total urea was applied in three installments, at 15 days after sowing (DAS), 30 DAS and 50 DAS recommended by BSMRAU (Anonymous, 1999). 
III. Results and Discussion
Variability, heritability and genetic advance Highly significant variation was observed among the genotypes for all the parameters in this experiment which revealed the presence of variability among the genotypes. The estimates of genotypic variation (σ 2 g), phenotypic variation (σ 2 p), genotypic coefficient of genotypic coefficient of variation (GCV), phenotypic coefficient of variation (PCV), heritability (h 2 b) and genetic advance (GA) 1523 Published with open access at journalbinet.com EISSN: 2312-7945, © 2018 The Authors, Research paper for different characters have been presented in Table 01 . The highest σ 2 g was found for grains per panicle (318.41) and the lowest magnitude of σ 2 g was observed in 100 grain wt (0.01). The highest σ 2 p was found for grains per panicle (354.24) and the lowest magnitude of σ 2 pwas observed in 100 grain wt (g) (0.06). The mean, range, CV (%) and the grain yield and yield contributing characters among 33 drought tolerant rice genotypes are presented in Table 02 . Variations were observed among the genotypes for Published with open access at journalbinet.com EISSN: 2312-7945, © 2018 The Authors, Research paper all characters studied. The percent of highest co-efficient of variation (CV %) was recorded in the characters of No. of panicle per hill (15.02) followed by the No. of secondary branches (11.90). The minimum variation was observed in the character days to harvesting (1.47) and days to 50% flowering (2.20) (Table 02) . Correlation Correlation analysis among agronomic traits (Table 03) revealed that the genotypic correlation coefficient were higher that the corresponding phenotypic correlation coefficients in most cases. Accordingly, Bai et al., (1992) reported that the genotypic correlations were greater than the phenotypic values in medium durated rice varieties. From the study, yield per hill (g) was found positive and highly significant association with filled grains per panicle and panicle length (cm) both at genotypic and phenotypic levels (Table 03) . Plant height showed significant and positive correlation with panicle length (cm), No. of secondary branches, No. of grains per panicle at both level (Table 03) . Days to 50% flowering were highly significant with days to harvesting at both genotypic and phenotypic level. No. of tillers per hill had significant negative correlation with days to 50% flowering at both level but with panicle length (cm) had significant negative correlation at genotypic level and non-significant at phenotypic level (Table 03 ). Similar associations in rice were also reported by Ogunbayo et al. (2005) . However, the correlation study revealed that grain yield, days to 50% flowering, days to harvesting No. of panicle No. of panicles per hill. Panicle length (cm), grains per panicle, unfilled grains per panicle, were the important characters to be considered in the selection for improvement of drought tolerant rice genotypes.
Path Coefficient Analysis
Determination of association among the traits by correlation co-efficient may not provide correct idea of the relative importance of direct and indirect effect of each yield contributing characters towards yield. By using path analysis, direct and indirect effect were work out to find out the clear idea of inter relationship between yield and yield contributing characters. The results of path analysis ( The character days to 50% flowering had high negative direct effect on yield at both genotypic (-0.0288) and phenotypic (-0.0834) level and this trait had negative effect on yield per hill at both genotypic (-0. (Table 04 and 
